Supplemental Figure 4.

Alignment of the PCSK9 protein sequences from 35 of the 36 species of Laurasiatheria found to have a functional gene (the S. barbatus was rather incomplete). Residues not determined due to incomplete DNA sequence are indicated as X; arrowheads indicate residues crucial for
catalysis (red) and the 25 conserved cysteines (black). Protein domains are shaded with different colors.
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